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P24 Helper Epitope Map
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Protease Helper Epitope Map
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RT Helper Epitope Map
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Integrase Helper Epitope Map
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Rev Helper Epitope Map
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Tat Helper Epitope Map

human human
H-2d H-2d

H-2d H-2d
\ | \ |
MEPVDPRL EPVWKHPGSQPKTACTNCYCKKCCFHCQVCFI TKALGE SYGRK
10 2 o o 0

H-2d
H-2d H-2d
| | |

KRRQRRRAHONSQTHQASL SKQPT SQPRGDPT GPKEXKKKVERETETDPF
60 70 8 9 100

D
101



Vif Helper Epitope Map
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Vpr Helper Epitope Map
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Vpu Helper Epitope Map
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gp160 Helper Epitope Map
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Nef Helper Epitope Map
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